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Rejection Control and Sequential

Jun 8. Liu, Rong CHEN, and Wing Hung WONG

Importance Sampling

We discuss ways of combining rejection sampling and importance sampling methods in Monte Carlo computations and demonstrate
their usefulpess in updating dynamic systems. Specifically, we propase the refection controlled sequential fmporiance sampling (RC-
518} algorithm, which is designed ta simultaneously reduce Monte Carla variation and retain independent samples in sequential
impottance sampling. The proposed method is demonstrated by three examples taken from econometrics, hierarchical Bayes
analysis, and digital telecommunications. They all show significant improvements aver previous results.

KEY WORDS: Blind deconvolution;, Ecanometric disequilibrium model; Gibbs sampler; Markov chain Maonte Carlo, Nonpara-
metric Bayes; Sequential imputation;, Weighted Markov chain Monte Carlo.

1. INTRODUCTION

A dynamic system is defined as a sequence of evolv-
ing probability distributions .(z,) indexed by discrete time
t=1,2,..., where m, = (2;_1, ;). Here the word “evolv-
ing” emphasizes on the link between any two consecutive
distributions and implies that the change from 7,_y to =
1s not too drastic. In this article we propose a new Monte
Carlo method for studying such a system.

A typical dynamic system is the Bayesian learning proce-
dure (or Bayesian expert system) with sequentially observed
data. In such a system, the “learning” process is realized
mathematically by the Bayes theorem. The corresponding
sequence of evolving distributions 7, are the posteriors of
the parameters of interest conditioned on all the informa-
tion collected up to time . Such examples have been given
by Berzuini, Best, Gilks, and Larissz (1997) and Spiegel-
halter and Lauritzen (1990}, who built probabilistic expert
systems via graphical models for clinical monitoring.

A different avenue that leads to the consideration of a
dynamic system, even when the problem is not sequential
in nature, is in implementing a divide-and-conquer strategy
for solving computational prablems. Specifically, when a
problem has a complex structure, it is often useful to de-
compaose the target structure into a sequence of simpler but
dynamically evolving substructures. Then one can use the
information obtained by solving a sequence of easier and
smaller problems to help solve the ultimate target proh-
lem. The key to the success of this method is the ability
of gradually updating the system from the simplest struc-
ture to the target structure {Wong 1993). Two Markov chain
Monte Carlo (MCMC) schemes that capitalize on this idea
are the simulated tempering method (Geyer and Thompson
1995, Marinari and Parisi 1992) and the dynamic weight-
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ing method (Wong and Liang 1997). The sequential updat-
ing strategy has also been applied to solving difficult sim-
ulation/optimization problems, such as the genetic linkage
problem (Irwin, Cox, and Kong 1994), and the ancestral in-
ference problem {Geyer and Thompson 1995), and neural
network training and the traveling salesman problem (Wong
and Liang 1997).

In studying a dynamic system, we usually need to eval-
uate quantities that can be expressed as expectations of
some functions with respect to m(a,} at time ¢ In many
situations {e.g., Bayesian missing-data problems), @, also
evolves to include more random variables as the system
evolves. Because of the complexity of such dynamic sys-
tems, a closed-form solution 1s usually not available, and
updating the quantities of interest requires analytical or nu-
merical approximations, among which the Monte Carlo ap-
proach plays an important role.

To implement Monte Carlo for a dynamic system, we
need to have random samples generated from my(m.) at
any given time t. Because the system is dynamic, static
methods that include most of the popular MCMC schemes
can be very inefficient. An alternative strategy, sequential
imputation (SI}), was proposed by Kong, Liu, and Wong
(1994) for Bayesian missing-data problems. Similar meth-
ads have been used in other application areas, including
protein structure simulation (Vasquez and Scheraga 1985},
nonlinear state-space models (Gordon, Salmon, and Smith
1993), and econometrics {Hendry and Richard 1991). Al-
though current Monte Carlo methods for dynamic systems
are effective for many problems, they have limitations and
difficulties. An inherent difficulty of SI is that when # in-
creases, the importance sampling weights get increasingly
skewed, and the resulting Monte Carlo estimation. tends to
be less accurate. Liu and Chen {1995, 1998} developed re-
sampling schemes and other generalizations to alleviate the
problem, and Berzuini et al. (1997} suggested using MCMC
to accomplish such resampling when calculating weights is
difficult. But the resulting samples from these resampling
schemes tend to be overcorrelated and quickly become de-
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generate as the number of resamplings increases. Estimat-
ing Monte Carlo variations also becomes difficult.

In this article we propose incorporating rejection control
steps in a Sequential importance sampling scheme to im-
prove performance. By rejecting those samples with small
weights at an early stage and properly adjusting the weights
for the remaining samples, the rejection control method pro-
vides an effective way to build up a good importance sam-
pling distribution for dynamic system. We have applied the
method to three examples from different application areas.
All of them have shown significant improvements over the
plain SI method.

Section 2 describes the main algorithm of sequential im-
portance sampling with rejection control. Section 3 dis-
cusses issues related to actual implementations. Section 4
shows how the method works for several examples taken
from econometrics, Bayesian nonparametric inference, and
signal processing. The Appendix presents the necessary the-
oretical proofs.

2. THE MAIN ALGORITHMS
2.1 Sequential Importance Sampling

For a dynamic systemn m{x), We first reformulate the
SI method of Kong et al. (1994) as a more general scheme,
sequential importance sampling (SIS). Suppose that X; can
be drawn from g;{x;) {also denoted by g, (x1|z4) for nota-
tional simplicity), which is close to w1 {x,), and that X; can
be drawn from g.{z: | :—; ), which mimics #,. Then with
wg = 1, the following steps can be implemented sequen-
tially fort=1,...,7:

+ Draw X; = z; from distribution gy {ze | 24—y ).
» Compute

{2 )

Te—1{@e—y )ge(ze | ®4—1)

Ut =

and
W = We—11s. (1)

Here u, is called an “incremental weight” At stage ¢, we
obtain a sample &, of the random vector X, from the trial
distribution

L
Hgs(ms | @po1) 2)

Its importance sampling weight w.(x:)/ge{®,) is easily
shown to be w;. The attractive feature of this scheme
1s that it allows us to build up an importance sampling
distribution for =, sequentially in a simple fashion. For
Bayesian missing-data problems, Kong et al. (1994) chose
gt as [15_, ms(zs | 25—1). Liu and Chen {1998) provided a
systematic study and several extensions of this and other
related methods.

If the SIS procedure is carried out independently for m
times, then m iid draws, 3;(1} . ,:nt fmm g: are obtained

with respective weights w, ), .. ,wgm Then for any func-
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tion h(x,), 8 = B, {h{X;)} can be approximated by
R wi niz!
b, — Zres v Hal?) )

E_;nlw:

) streams. These streams are said

to be properly weighted by the wt(j) with respect to 7, if

4, is /m consistent for @ for any integrable function k.

It should be noted that the SIS method is valid only if
all of the weights w, have finite variance. Otherwise, (3)
may have infinite variance. With the Bayesian missing-data
setting and the g, chosen as by Kong et al. {1994}, one
can show that the w,; is proportional to the product of a
sequence of predictive probabilities and is often bounded
from above—and, thus has finite variance.

As t increases, the distribution of w, typically becomes
more skewed, implying that the chi-squared distance be-
tween g; and m; (equivalent to the coefficient of variation,
ev?, of w,) increases. Consequently, many streams carried
by the SIS will have minimal impact on the final estima-
tion. It is thus desirable to discard them at an earlier stage.
In the following section we propose a rejection scheme to
achieve this goal without creating any bias. In doing so, we
can continuously “guide” the SIS in light of n,.

Henceforth we call the :1:

2.2 Rejection Cantrol Qperation
(1) {m]

Suppose that at time #, streams x; ', ..., x; - are drawn
from g; and
w = wl@?) o (@) /g (2), for j=1,.m.

For any given threshold value ¢ > 0, we introduce the fol-
lowing aperation to find rejection control at time ¢ (RC(2)):

,m, accept stream x/) with probability

()
ri? = min {1, L } ,
c

&

« Forj=1,..

» If the jth steam =,/ is accepted, then attach to it a
new weight w{™ = p,w™ /7% where

P, = /min {1, %%ﬁ}gt{mtj dxr;.

Note that p, is maintained only for conceptual clarity, not
for computational need. This is because p. is a constant
across all of the streams and is not needed for the evaluation
of the ratio estimate (3).

The foregoing RC scheme can be viewed as a technique
for adjusting the trial density g; in light of current impor-
tance weights. The new trial density ¢, {z:) resulting from
this adjustment is expected to be closer to the target func-
tion m (2, }. In fact, it can be seen that

gi (z) = pzt min{gi (), mi(a;) /) (4)

In Section 5 we show that g is indeed closer to m; in terms
of chi-squared distance. After applying rejection control, we
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typically will have fewer than m samples. More samples can
he drawn from either g, (x;) or g; () (via rejection control)
to make up for the rejected streams.

2.3 The Rejection Contralled-Sequential Importance
Sampling Algarithm

For a given checking schedule 0 < ¢ < tg < - < f <
... and a given threshold sequence (e;,¢5...), we can con-
duct the RC aperation described in the previous subsection
at each check point ¢, for the dynamic system. The com-
plete procedure can thus be summarized as follows:

1. At each checkpoint tg, start RC(#;} as described '1_n
Section 2.2 with the threshold value ¢ = ¢i. If stream mgi)

with weight wgi] passes this checkpoint, then proceeds the
same way as in a standard SIS but with the old weight
replaced by wi? = max{w{’, e;}.

2. For each rejected stream, start a new stream from
time ¢ = 0 and let it pass through all the check
points at #1,...,%;, with threshold values ¢f,...,er. If
rejection occurs in any middle checkpoint, then restart

again.

Note that after the first rejection control [i.e., RC{#}],
the sampling distribution g; {x,) for Xt(j] is no longer the
same as the one described in (2). In Section 3 we show
that for any time ¢, the streams mE” resulting from rejec-
tion controlled sequential importance sampling (RC-SIS)
are properly weighted with respect to =, hy their modified

weights w*?.

2.4 Efficiency lssues

In light of the work of Casella and Robert (1996), one
can view an importance sampler as a Rao-Blackwellization
of the corresponding rejection method that 15 always sta-
tistically more efficient. Thus it 1s not obvious why incor-
porating a rejection control step in 8IS can be useful. The
following example shows that the key benefit of RC in SIS
is to help simulate furure samples more efficiently.

Example 2.1. Consider a simple dynamic system in
which the evolving distribution is

1
M1,y g} = m

for

(21, @) € [-1 —ay, T + 4]
Here a; = 1/t for t = 1,...,19 and asg = 0. Hence at
the end of process {¢t = 20}, the target distribution maq{za0}
is uniform on the 20-dimensional cube [—1,1]%". At each
stage, the “up-to-date’™ density =, approaches 7zq but has a
longer tail. The symmetry for the m; is not essential, but all
of the #; must contain the support of the target distribution.
We choose g, (z¢|ze_1) = melze|z—1), which is uniform
on [—1 — @, 1 + a¢]. Because the weight for each stream
is either ¢ or 1, to study the efficiency of the plain SIS

Journal of the American Statistical Association, September 1988

we need only count the number of streams with nonzero
weights. Suppose that at stage ¢ — 1 a stream z,_; has
nonzero weight. Then for it to have nonzero weight at stage
t, we need all of its components z;,...,z¢_1 to fall in the
interval [—1 — a;, 1 + a;]. Hence if we let NV, denote the
number of streams with nonzero weights left at time ¢,
then

1+a, \777
E{N¢) = E(Ne—1) (ﬁ) :

Consequently, at the end of process the expected number 1s

{1+ ago)m
(l +a1)(1 +(L2)“'(1+a20]

E(Np)/20 = .05m,

E(Ny) = E{Nq)

where m is the number of streams with which we start.
Note that with standard SIS, we must carry every stream to
the end.

RC-SIS enables one to discard those streams with zero
weights at an early stage. Let 7' denote the length of a
stream when either its weight first becomes 0 or it survives
after 20 stages. Then T is a random. variable with probabil-

ity distribution
(1 + at)t_l 1_ 1+ [£ 1] ¢
1+ iy

(1+0&1)'-'(1+Gt_1)

P(T=t)=

for
2<E <19,

P(T =1) = (a1 —a2)/(L +a1), and P(T = 20} = [[;2,(1
+ a¢)~*. Hence the expected length of the stream is E(T')
= 6.27. So using rejection control is equivalent to sim-
ulating streams of average length 6.27 compared to that
of length 20 without using RC. The amount of computing
needed is only about 30% of that needed by plain SIS.

This simple example illustrates two important require-
ments for RC-SIS to waork well:

« The change from the current distribution ¢ to the fu-
ture distribution 7, should be modest. Indeed, if the
sequence of m; 1s not well behaved, (e.g., with n; being
uniform. {—2, 2] for 1,. ., 19), then RC-SIS fails.

« The trial distribution g, must be reasonably similar
fo M.

3. IMPLEMENTATION OF REJECTICN CONTROLLED
SEQUENTIAL IMPORTANCE SAMPLING

It is usually difficult to prescribe a set of effective thresh-
old values ¢y, ..., ek, ... in advance. Qur strategy is to make
¢y a function of the current weights wt(i]. A useful empirical
formula is

Ce =m mjin(wgf)) + P20y, + 3 m;ﬁ(wa(i]%

mtpt+pa=1, =0 (5)

where 4, is the current average of the wég ). Percentiles of
the weights can also be used as threshold values. Note that
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this approach introduces only negligible bias and correla-
tion among the streams.

The wvalues of p; can be adjusted to achieve a low-
threshold or a high-threshold effect. When the threshold
is low, the acceptance probability is high, and each RC step
needs less time to complete, and vice versa. But with low
threshold, the sampling distribution ¢, may not be suffi-
ciently modified. We have implemented both methods and
the results are comparable (see Sec. 4 for detailed exam-
ples). However, the low-threshold strategy seems to be more
robust with respect to the total computing time spent. [t is
sensible to use a relatively high threshold at an early stage
and gradually decrease it, because much more computation
is required to make up the lost streams in a later stage than
in an early stage.

The checking schedule can be either deterministic or
dynamic. For deterministic schedule, we give values of
{t1,...,tx) in advance. For example, we can design that
t,=ix L,fori=1,2,..., where L is the lag value deter-
mined by how difficult the problem of interest is. Whereas
a difficult problem demands that L = 1, in an easy one L
can be as large as 30 to 50.

The dynamic checking schedule can be achieved by pre-
scribing a sequence of values dp, ..., d;, ... and monitoring
the coefficient of variation cv?(t) of the weights w{’’ con-
stantly. Once the event cv?(t) > 4, is ohserved, £ becomes
a checkpoint, and we conduct a2 RC operation.

The 2 sequence d should be adjusted to accommodate
the threshold sequence ¢, When the ¢, are high, the number
of times for rejection control should be small. Thus we
choose a geometric sequence d, = a;dy—; to control the
checking schedule, where a; = 1 if cv?(t — 1) < dy_; and
a; = p otherwise. The constant p was chosen around 1.1 ~
1.5. When the ¢, are low, we use a sublinear function of
time,

dt = d.Q +tr/€.0,

where o < v < 1, to control the checking schedule.,

4. EXAMPLES

41 Econometric Disequilibrium Models

Fair and Jaffee (1972) first proposed the disequilibrium
model as an alternative to the the postwar mainstream ap-
proach to economics, the equilibrium method. {See Quandt
1982, 1988 for reviews and discussions.) In this example we
show how the simple dynamic disequilibrium meodel used
by Hendry and Richard (1991) can be analyzed using the
RC-SIS method. The conceptual framework illustrated here
should be easy to generalize to more complicated settings.

Let ¢, = {g11,¢2¢), £ = 0,1,. .., be a sequence of bivari-
ate normal random variables with the conditional means
and covariance matrices given by the recursive relation-
ship

Elgu | gi—1) = @gi—1, covig: | g:—1) =1,

fort =1,...,7T, where I is the identity matrix and 0 < &; <
1. The observed data for this model are 4, = min{qy;, g2}

1025

fort=10,1,...,7. For simplicity in presentation, the initial
states g1, and ¢a; were taken to be 0 and assumed known.
Of interest is the likelihood function or the posterior distri-
bution of & = (e, a3).

Let A\ = max{qie, ¢}, and let §; he i if 4 = ¢, If we
write 2, = (A, 6;), £ = (8, 2),..., %), and take a Bayesian
approach, then the target distribution of interest at time £ is

t

me(me) = plws | uy) o p(6) | | p(e | 6,0)-

s=1

When the prior distribution for # is uniform, the marginal
{8} is also the likelihood function of ¢. If we have ab-

tained multiple samples a:%l) from my, then the likelihood
function of & can be approximated in two ways: by using
the marginal histogram of the 4 {this is achievable because
zy = (#,%1,...,27}), and by using a mixture of complete
data posteriors {Rao—Blackwellization). The second method
apparently is superior. Because obtaining direct samples
from mp is difficult, we use the SIS strategy. That is, we
simulate X from a sequentially built-up trial distribution
pr and then weight the X7 properly. Finally, the likelihood
function of 4 can be approximated by a weighted mixture
of complete-data posteriors.

The SIS can be carried out as follows: generate 4 from its
prior, {e.g., the uniform distribution); then for t = 1,2,.. |
we use

Qt(i?: [ xt—l) = plz; | 91%—1,3&—11%}-

The incremental weight u, can be computed up to a nor-
malizing constant as

ue o plye | 0,2 1,9, 1)

More details are given in Section 5.

With initial value gy, = qo; = 0, Liu and Chen (1998)
simulated 5¢ observations from the model with ) = as =
6. Assuming symmetry {(i.e., a1 = ), they performed the
plain SIS method with m = 10,000 and resulted in a fi-
nal cv?=5.13. The procedure took 8.16 ¢cpu seconds on 2
Silicon Graphics workstation with R1000C microprocessor.
Here we first demonstrate how the method of RC-SIS with
a dynamic checking schedule can be applied to the same
setting, and then apply it to a more difficult case.

A geometric en? threshold sequence with d) = 1.0 and
2 = 1.1 (see Sec. 3) were first used together with the rejec-
tion threshold sequence described by (5}, with py = ps = .5
and p; =0 (high thresholding). The RC operated four times
at time £ = 11,32, 41,46. The algorithm took 13.8 seconds
on the same Silicon Graphics workstation, and the resulting
cv® is 1.05. Using a rule of thumb in survey sampling, the
efficiency for using the rejection control increases at least
threefold. When using d; = 1.0 and p = 1.4, RC operated
twice at t = 11 and 32, and the resulting cv? = 2.04. It took
9.8 seconds on the same machine.

A more dramatic improvement shiows up in the asym-
metric case. Here we simulated 50 data points y1,...,¥sa
from the model with «; = .9 and a; = 0. Because the pa-
rameters are unidentifiable, we constrained that o > om. In
this case the plain SIS method failed miserably, with a cv®
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Table 1. Histogram of the Tack Data

Frequencies 0 1 2 3 4 5 8 7 8 g
Counts a 3 13 18 48 47 67 54 51 19

hovering around 200 to 500 and resulting in a very inac-
curate estimate of the quantity of interest. We applied RC-
SIS with a ¢v? threshold sequence of d; = 2.1 and p = 1.4.
The resulting final cv® is 3.9 with 92 seconds on the same
machine.

4.2 Hierarchical Bayes Madel Analysis

Empirical Bayes and hierarchical modeling have attracted
much attention from statisticians since the mid-1970s. Its
usefulness in data analysis has been demonstrated repeat-
edly (Maritz and Lwin 1989). The simplest general setting
for a hierarchical model is as follows: The V; are indepen-
dent observations from p;{y | §;), the ¢; are iid draws from
an unknown distribution F, and F is determined by another
set of estimable parameters. In many cases, however, it is of
interest to treat F' nonparameterically. (See Laird 1978, and
Laird and Louis 1987 for early developments.) A Bayesian
solution to the same problem can be obtained by putting a
Dirichlet process prior on F. {See Escobar 1994 and Liu
1996 for recent discussions.)

To show how the RC-SIS works, we consider the non-
parametric hierarchical Bayes model for binary data (Berry
and Christensen 1979). The method illustrated here can be
readily extended to other hierarchical Bayes models, either
parametric or nonparametric ones. In a binomial-Dirichlet
nonparametric Bayes model, each observation (I;,y;) is
treated as y; ~ bin{l;, ¢;), and the ¢; are iid samples from
an unknown distribution 5. Furthermore, F is assumed to
follow a Dirichlet process T, a priori, where « can be any
nonnegative measure on [0, 1] but is assumed to be Lebesgue
for simplicity.

In this example, the infinite dimensional parameter F' can
be integrated out via a Polya-urn argument. (See Ferguson
1973 for details.) Therefore, the involved dynamic variable
isa; = ({1,...,¢), and the dynamic distribution of interest
is

m{2:) = p(Gry e | - oo e

t
o [[¢v (- ¢ aicy)
=1

t g—1
x [ [at¢s) + > 6, ()
z=2 i=1

With samples from such a distribution, one could approxi-
mate, say, the posterior expectation of the unknown density
dF,

EldF(z} | Y] = alz) + E[(d¢,(z) +-- - 8¢, (2)) | V]

= al2)+ Y iz | V),

=1

Jdournal of the American Statistical Assaciation, September 1928

where Y is the collection of all observations and
pi{| V) is the marginal posterior distribution of ¢; evaluated
at z.

We consider the dataset of Beckett and Diaconis (1994),
which comprises 320 binary strings of length 9 from rolls
of thumbtacks. A 1 was recorded if the tack landed point
up, and a 0 was recorded if the tack landed point down.
In a nonparametric hierarchical Bayes setting, the nine out-
comes in each string are treated as independent Bernoulli
observations with a common parameter {;, and ¢; ~ F. The
data of 320 9-tuples can be reduced to their respective suf-
ficient statistics, the total number of ups in each string, and
is shown in Table 1. Liu {1996) applied the plain SIS with
m = 10,000 to the problem, and the resulting cv? was in the
range of 30 to 50. We repeated the same SIS procedure 250
more times for the same dataset but with randomly shuf-
fled orderings and obtained 250 cv?s with minimum 23.6,
median 68.8, mean 126.2, and maximum 2,016.6.

With m = 10,000, the average computing time for one
complete SIS process was 76 seconds on a Silicon Graphics
R 10000 microprocessor. The histogram of the logarithms of
these cv?’s is plotted in Figure 1. This figure shows that the
ariginal ordering was very favorable to the plain SIS and
that Liu (1996) was lucky to have obtained a good numerical
result. Quite often, however, the SIS with an unfavorable
pracess ordering can result in a disastrous cv? and lead to a
huge Monte Carlo variation. The rejection control method
can make the SIS process much more stable.

We picked one of the 250 results {from different data
ordering) at random and observed that the resulting cv?® for
the plain SIS was in the range of 120-170. We applied
the RC-SIS to this new randomly ordered dataset, which
took 550 seconds of computing time, and the resulting cv?
was 7.6. It was a threefold efficiency gain compared to the
plain SIS after the extra computing time was taken into
account.

The following check schedules were used for low thresh-
olding: d; = 5 +t3 and d, = 5 + ¢%/3. In high thresh-
olding, the geometric sequence with d; = 2.1 and p = 1.2
was used. The rejection threshold value ¢, for each check-

60

Counrts
40

Lagarithm of the cv-squares

Figure 1. The Histogram of the log({cv?) Resuffing From Processing
280 Randomily Fermuted Tack Data of Backett and Diaconis (19382) by
SIS, The vertical line indicates the log{cv?® ) resulting from the original
data ordering.
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Table 2. Three-Level Blind Deconvolution Simulation Results (IMAP): RC-SIS With Determirmistic
and Dynamic Checking Schedies Compared ta the 515 With Rejuvenation

Real-time MAP Final MAP
AC-515 8i8-r RC-518 S15-r
Schedule Schedule

Errors 50 30 10 cv 50 30 10 ov

a-2 7 17 24 29 16 74 125 157 168 132

3-5 57 69 89 a1 98 82 50 35 26 s15]

6-8 62 60 61 fa14] 57 32 21 7 5 a!

9-11 38 3| 15 17 16 8 3 1 1 4l
12-158 27 15 i1 7 a 4 1 a ¢l 1
16-20 8 7 a 8] 1 4] 0 a 0 Q
21-25 8] 1 4] Q 0 0 0 a 0 1
26-30 1 Q 0 ¢l 1 Q 4] Q 0 Q

point £, was computed using (5} with {p1,p2,p3) depend-
ing on ti. We took py = 0, pp = & /{tx + 5), and p3 = 5/
{tx + 5) for high thresholding and took p; = i /(t + 10),
pa = 8/{t;+10), and p3 = 2/(t, + 10) for low thresholding.

4.3 Blind Beconvolution

In digital communications, the following linearly de-
graded moving-average system is commor:

9
yt:Zhimt,—i"f‘Et, t:].?g,.,,,
i=f]

where ¢, is Gaussian white noise with constant variance
o, The y,’s are sequentially observed output signals com-
ing through the system. The main objective is to recon-
struct the input signal z;, which is discrete with known
levels s1,. .., 8., without knowing the system coefficients
ha, ..., e and without training data; that is, blind {see
Donoho 1981; Giannakis and Mendel 1989; Lii and Rosen-
hlatt 1982).

Chen and Li (1995) first proposed a Bayesian solution
to the problem via Gibbs sampling. Because the algorithm
is static, it is not applicable to real-time communication,
though it 1s useful in seismology and underwater acoustics.
Liu and Chen {1993) proposed an SIS method for real-time
blind deconvolution and provided detailed formulas. In par-
ticular, they used a multivariate Gaussian prior for the co-

Table 3. Three-Leve! Biind Deconvoiution Simufation Resufis
(Reai-Time MAFP Estimator} for Different Total Number of Streams

Number of streams

1,000 A00 200 100 50
Errors  AC tf RC tf AC b5 AC 1f AC rf
0-2 29 16 27 24 25 20 17 i4 12 13
3-5 o1 98 85 74 80 64 73 57 58 38
6-8 56 57 57 64 &1 44 57 38 51 20
a-11 17 16 14 21 20 21 3 21 a3 12
12-15 7 g & 10 12 18 14 13 19 i1
16-20 a i i 4 1 5 7 10 16 8
21-25 Q a ] 1 0 3 1 <] 7 5
26-30 a 1 4] 2 a 4 O 7 4] &
=30 a 2 a a 0 20 a 34 4 g7

MNAOTE: AC-815 with dynamic sehedule, denated by "AG compared te S15-rejuvenation, denated
by “rf.”

efficients {%;) and integrated them out in the SIS procedure.
Hence the dynamic variables involved in this example are
only those true signals, [i.e., =, = (z1,...,7¢)], and the
dynamic system is

Trt(93t)0</"‘/p(ylw~:yt|mt;h01--‘ahm)

4 hm)p(m;) dh,{] PR dhm.,

Noticing that the standard SIS often has extremely skewed
weight as more and more signals are processed, Liu and
Chen (1995) suggested using a rejuvenation approach that
resarnples the streams according to their normalized weight,
when ev? gets large. Problems associated with such an ap-
proach are that the number of distinctive samples decreases
after rejuvenation, and that evaluating Monte Carlo varia-
tion is difficult. In this and the npext sections, we demon-
strate how RC-SIS comes to a rescue, not only controlling
the effective sample size (following the custom of survey
sampling, this is defined as the ratio of the actual sample
size over 1 + cu®), but also providing independent (hence
distinct) samples.

Here we demonstrate the RC-SIS procedure for the three-
level example of Liu and Chen (1995) . The true blurring
equation is

Xp(hg,..,

Y = &y + .Bxy—1 — Az + &y,

with input signals iid from the set {0, 1, 3} with equal
probability. The system signal-to-noise ratio is fixed at
15 dB, which makes the standard deviation of the white
noise around .3. The prior distribution for the coeffi-
cients is a product of independent N{0, 1,000}'s. We sim-
ulated 200 sequences, each with 100 observations from
the system, and tested the RC-SIS procedure with differ-
ent checking schedules. The total number of streams used
was 1,000, and the rejection thresholds sequence used was
{70%, 65%, 60%, ...,20%, ..., 20%) quantiles of the current
weights. We tesied the deterministic checking schedunle with
t; = i x L for L = 10,30,50 and the dynamic checking
schedule using cv? threshold sequence with d; = m/20
(i.e., effective sample size is 6} and p 1.05. Table 2
presents the number of misclassification using real-time
MAP (i.e, maximum a posteriori) estimator with delay
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Table 4. Quantifes of Number of Misclassification for the 16-Leve! Example
1-200 51-200 107 -200
Percentile 25% 50% 75% 25% 50% 75% 25% 50% 75%
HReal-time (detay 3}
Mo, of misclassifications 40.00 66.50 9225 6.00 23.00 56.25 75 6.50 30.00
Final
MNo. of misclassifications 8.00 11.00 22.00 0 2.00 8.25 G 1.06 5.25

d =3 (ie, at time # the signal x,_3 is estimated with cur-
rent weight using MAP) and final-weight MAP. For com-
parison, we also included the result from using Liu and
Chen’s {1995} method, the SIS with rejuvenation (hence-
forth, SIS-r}, for the same sequences, with resampling in-
voked when the effective sample size is less than 3. Table 2
shows that dynamic scheduling performs hetter than deter-
ministic scheduling, and RC-SIS was generally better than
SIS-r.

To study the effect of total number of streams m, we
applied RC-SIS and SIS-r to the aforementioned system,
for different total number of streams . Again, 200 simu-
lated sequences of length 100 were used. Table 3 shows the
number of misclassified signals using the real-time {delay
3) MAP estimator. Dynamic scheduling with d; = m/20
and p = 1.05 was used for RC-SIS. The effective sample
size threshold for SIS-r was 3. Table 3 reveals robust per-
formances of RC-SIS for small m, in which case the SIS-r
behaved very badly. We see that RC-SIS with s = 100 per-
formed as good as SIS-r with m = 1,000, In fact, there were
cases for the SI-r where the error rate exceeded 30%, im-
plying that there was not even one “good” stream. In such
cases, resampling from the existing streams could not help,
whereas RC-SIS helped by regenerating new streams from
the beginning, and it hence works well with small number
of streams and small memory.

4.4 A Tougher Test

A maore convincing demonstration of the usefulness of the
method comes from solving the blind deconvolution prob-
lem when input signals have 16 levels. The main difficulty
that this problem entails is the lack of information at the
beginning stage of the SIS. Because of the large number
of possible input signal levels, the initial streams sampled
based on the prior distribution tend to be too diffused, and
most of the streams are “bad.” Liu and Chen (1993) used the
Gibbs sampler at the beginning stage of the signal process-
ing to finesse such a difficulty. But this extra MCMC step
sacrifices real-time feature of the scheme and also induces
dependencies among the streams.

We implemented the RC-SIS for the [6-level system,

y = .9162x, — .1833:s_1 + 4812x, o — 1987243 + &4,

Table 5. Percentifes of cpu Time Used in the Example in Section 4.4

Percentile 10% 25% 50% 78% 90%

cpu 4028 45.76 52.46 62.45 73.43

where the input signals 2 are uniformly distributed on
the set {—15,—-13,...,-1,1,...13,15}. The noise e, is
independent Gaussian. The signal-to-noise ratio is con-
trolled at 30 dB, which makes the noise standard deviation
around .31.

Along with RC, we adopted a multistage processing
strategy. First, we applied the RC-SIS procedure to the
first 50 ohserved output signals, pretending that they were
generated from a simpler four-level system with levels at
{—12, —4,4, 12}. A nearly noninformative prior on the sys-
tem coefficients was used. Second, we retained the resulting
posterior mean and 100 x (posterior covariance matrix) of
the system coefficients and used them as the prior mean
and prior covariance matrix of the system coefficients for
processing the 16-level system. This two-stage processing
scheme consumed much Jess computing time than process-
ing the 16-level system directly {with nearly noninformative
prior for the system coefficients) for the same performance.

For the four-level preprocessing, we set the checking
schedule as {10,20,...,50} with rejection thresholds at
{95%,90%, ..., 75%]} percentiles of the updated weights.
For the final processing of the 16-level problem, we set
the checking schedule as {20,40,...,200} with rejection
thresholds at {80%,70%, ...,20%,...,20%} percentiles of
the weights. The real-time classification delay was set at 3,
and the number of streams m was given as 100.

We simulated 200 signal sequences, each with 200
blurred signals. Table 4 displays the quartiles of the num-
bers of misclassification for real-time restoration and final
restoration. The numbers of misclassification were counted
for three time intervals 1-200, 51-200 and 101-200. Table
5 shaows the percentiles of cpu time used {(on a SunSparc
20} for processing each simulated series. Our method per-
formed very well for this simulated case. In contrast, the
plain SIS method failed to produce any meaningful result
even with m = 2,000, and we had to use the Gibbs sampler
to initialize the signal restoration.

5. DISCUSSION

From what we have seen in previous sections, the RC
procedure is effective when combined with SIS. [t not only
saves memory space, but also enables the trial distribution
to approach the target more quickly, Many problems can
he formulated as a dynamic system and solved using tech-
niques described in this article; for example, those examples
of Berzuini et al. {1997), [rwin et al. (1992), and Wong and
Liang (1997). We hope that the results reported in this arti-
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cle can stimulate further interest in and efforts on this type
of prablem.

There are other, more sophisticated ways of doing rejec-
tion control. For example, ane may allow several redraws
of a new siream starting from the previous checkpoint to
obtain an acceptable sample, or allow resampling of a new
stream. from existing good streams. Numerical and theo-
retical exploration of such “partial rejection” schemes are
in progress. Efficient procedures for on-line estimation of
common parameters that influence all of the data (such as
in a nonlinear state-space model with unknown parameters)
are also under development.

APPENDIX: FROCFS AND COMPUTATICN

A.1  Proof for the Reduction of Chi-Squared Distance by
Rejection Control

Here we prove that the rejection control method indeed reduces
the chi-squared distance between the target distribution and the
madified trial distribution. In other words, we prove that

varg. {7 (X} /g (X)} < vare{m(X)/g(X}},

where ¢, ¢, and 7 are as defined in (4) with ¢ omitted. For sim-
plicity, we suppress all the use of subscript £ in the following
derivation.

With wiz) = w{z)/g{z), the rejection prabability p; in (4) can
be expressed as

(A1)

Pe = /miu {g{:ﬂ]‘ &f)} dr = é Ejmin{w(X},¢c}]. (A2)

On the other hand, we have

1+ varg, {;%% }

- [ 2 e

7{z)

:pc/ min{g(z), m(z)/c} w{x) de
= /pc max{w(z), cynlz) dx (A.3)
= p. Eg[max{w(X), chwlX)]. {A.4)

Now we show that for any wy > 0,we > 0,

hlwi,wy) = [minfwi, e} — min{ws;, e}
% [wy max{wr, e} — wa max{wa, e}
=0

There are three cases: when wy > ¢ and wy > ¢ Alw,wa) =G
when w; < candws < ¢, Alwr, wa) = e{w; —ws)? > 0; and when
c is between 127 and wy, we assume without loss of generality that
w1 < ¢ < ws. Then

Rlwy, wn) = (¢ — wl)(tu% —cw) > 0.

Hence the twa random variables min{w(X), ¢} aod w{X )} max
{w(X),c} are positively correlated. Together with the fact that
min{w(z}, ¢} max{wlz), ¢} = cw{z), formulas (A.2} and (A.4),
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we have

m(X)
c [1 + varg, {g*{X} H

= E,[min{w{X), c}] B, [max{w{X), c}uw{X]]

1A

Eglmin{w(X), ¢} max{w(X), ctwlX)]
)
gX) )

A.2 Proof That Rejection Control-Sequential Importance
Sampling Generates Propetly Weighted Streams

Ir

eByw*{X)] = ¢ [1 + varg {

Hence we prave the result (A 1).

Consider an individual stream up to time & x = (Z1,...,%¢),
and has passed through & checkpoints at time 0 < £ < --- < § <
£ with threshold values {¢;,... ¢} . We introduce a natation for
5 = i

i
9Ll (X(sq [ Xom1) = [ [ s f3x0a).
Note that the sampling distribution for x., is
Y L g {x
ge, {¥e,) = — min {Q‘t; (%s, ), L(_‘l_)} )
I e

and generally far any ¢ such that t, < ¢ < 44, we have

g (%) = 9\:1. (X0 )90t +10:0 (K +10:1) | Xy, )

Hence the importance sampling weight for x, at stage t is

Te(Xe) _ ﬂck(xﬁk)) H Ust1,

Q'Z(Xt]' B g;\.’(xtk

wi{x:) =
s=t oy
where u, 1s defined in (1). Therefore, if x;, is properly weighted
with wy, (x., ) with respect to 7y, , then x, must also be properly
weighted with wi {x).

Now let us exanline whether x,, is properly weighted. Because
the sampling distribution for x., 18

* 1 R *
gtk(xik_) = IJ_L L gtk_l(th—t)g[(ﬁk—1+1]iﬁk]

e (xt.)
kS (x[(tk—;+1]?fk] | th—1)° —J&:LF} '

where the acceptance probability p;. is the same for all xy, and
the induced impartance weight is

wy, (X, )

P EX oy Xy, ) <
K - sk
LI TR L [ (RS SR L (O I xe,_y)

-1

.
= pemaxq wy || Uspl:Ch

A=t

Hence the weights computed in Section 2 for RC-SIS are cor-
rect.

A3 Computations For the Example in Section 4.1

We provide the following details only for completeness. For the
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weights, we must compute
p(yt 1 a8, Xt—h)"c—l)
= ¢y ~ onqrie—1p)[1 — Yy — e2g2pe-1y)]

+ ¢y — cogae_1y)[1 — Py — 1grgeeny )],
and for imputing missing data we need

P8 = 1| 6,%_1,¥e—1, 1)

_ Bl — arqie-n)[L — Py — oga¢-1))]
plye [0, %e—1,9, 1) 1

p(As | e =1, 4,8, %1, ¥e1)

$(A: — wagaen-1y)
= Il < ),
1—®(y: — aagage—1}) (e <)

and
oA | & = 2,40, 8, X:—}‘yz—l}
¢(}\t - QIQI(t'—l})
= I(Ae < ).
1= &y — alQ'l(r.—l)) (e < 3)
Suppase that the prior distribution for & is pa{cn, ez ). Then, given
complete chservations, the posterior is

p{f | q1,....q7) x paff}

T _ p! _ 2
X expd — Z (g1t — @rquge-1y) ; (g2 — @agage—1))
t=2

Without loss of generality, we take pp(#) to be uniform on [0, 1)2.
Then the posterior distribution is simplified as

(o1 —~a1)® (a2 —aa)’
g . Xexps ——— ot — At L
4] < a1, an < ]_‘
where
T ~1/2
b = Zq%(t—l) )
t=32
T
a1 = b% ZQth’L(t—l)a
t=2
T —17a
by = qutt—l) 3
=2
and

T
az = b3 ZQQtQQ(t—I]-
t=1

When assuming that ¢, > a2 and the complete data are observed,
the marginal distribution of «; is

plen | gy u9r) & [@ (%) -2 (_i_j”

(o —a1)?
X eXp 4~ o o
L

We use an acceptance-rejection strategy described by Geweke
(1991) and Robert (1993) to simulate from the foregoing trun-
cated normal distribution.

{Recaived August 1996, Revised November 1997 ]
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