Harvard University

Software License Agreement/Academic End User

(Beta-Test Purposes)
1.
This computer program “beta test” agreement (“Agreement”) is made between the licensor, President and Fellows of Harvard College, a not-for-profit Massachusetts educational institution having a place of business at 1350 Massachusetts Avenue, Holyoke Center Suite 727, Cambridge, Massachusetts 02138 (“Harvard"), and the licensee,__________________________, a not-for-profit institution having a place of business at _____________________________________________ (“Licensee”), and is made effective as of the date of execution of Agreement.  

2.
Harvard owns all right, title and interest in the Program and in all patents, trademarks, trade names, inventions, copyrights, know how and trade secrets relating to the design, manufacture, operation or service of the Program.  The Program is © 2001 President and Fellows of Harvard College.  All rights reserved.
3. 
Harvard grants to Licensee, and Licensee accepts, a non-exclusive and non-transferable license to use the computer software executable program and associated documentation developed by Jun Liu, Steve Qin and Tianhua Niu and owned by Harvard (case no. 1934), known as Haplotyper, or Algorithm for Haplotype Construction of Single Nucleotide Polymorphism (“Program”), upon the terms and conditions stipulated herein.
4. 
The Program comprises any prerelease version of the Program, whether labeled alpha, beta, prerelease, preview or otherwise.  The Program includes any updates, upgrades, “bug” fixes, or enhancements, which Harvard, in its sole discretion, may choose to provide to Licensee.
5. 
Harvard will ship the Program to licensee within thirty (30) days of Harvard's receipt of this signed Agreement. Agreement shall be valid until six (6) months after the effective date.  The term of Agreement may be extended by mutual written agreement of the parties. At the conclusion of the Agreement term, Licensee agrees to either return Program to Harvard or destroy the Program and all copies of any portions thereof.
6.
There shall be no charge by Harvard for Licensee’s limited use of the Program. 

7.
The Licensee agrees to use the Program solely for evaluation purposes.   Licensee agrees not to use the Program for any commercial purposes.  Licensee agrees not to use the Program in any commercially funded research. Licensee agrees not to copy or reproduce the Program, other than as might be required for the purpose of evaluating Program.  Licensee agrees to restrict access to Licensee’s copy of the Program to individuals officially affiliated with Licensee’s institution. The Licensee agrees not to redistribute, decompile, or reverse engineer the Program in any manner.
8.
In consideration for use of the Program, Licensee agrees to report to Harvard the Program’s utility, functionality, and discovered code irregularities or flaws (“bugs”), by filling out the form attached to this Agreement (Exhibit A) and returning it by mail or fax to:  Steve Qin, Department of Statistics, 801 Science Center, 1 Oxford St. Cambridge, MA 02138, phone: (617) 496-9297, fax: (617) 496-8057, or in electronic form to: qin@stat.harvard.edu.  Licensee agrees to send the report to Dr. Qin before the last day of the term of this Agreement.

9
If any disclosure or publication by Licensee makes mention of the Program, publication shall (a) clearly state that the Program is a developmental or “beta-version” of the Program, and (b) cite the authors of the Program.
10.
The Program is limited in purpose and experimental.  The Program is a research tool still in the development stage, and that it is being supplied “as is,” without any accompanying services or improvements from Harvard.  Harvard  disclaims  any  express  or  implied  warranties  including,  but  not  limited  to,  the  implied  warranties  of  merchantability  and  fitness  for  a  particular  purpose.   LICENSEE shall indemnify, defend and hold harmless HARVARD and its current or former directors, governing board members, trustees, officers, faculty, medical and professional staff, employees, students, and agents and their respective successors, heirs and assigns (collectively, the “INDEMNITEES”), from and against any claim, liability, cost, expense, damage, deficiency, loss or obligation of any kind or nature (including, without limitation, reasonable attorney’s fees and other costs and expenses of litigation) (collectively, “Claims”), based upon, arising out of, or otherwise relating to this Agreement, including without limitation any cause of action relating to product liability concerning any product, process, or service made, used or sold pursuant to any right or license granted under this Agreement.
11.
This signatories of this Agreement must be authorized representatives of their respective institutions. This document contains the entire agreement and understanding concerning the subject matter between Licensee and Harvard, and no term or condition hereof may be modified except by a subsequent writing executed by both parties.

AGREED AND ACCEPTED:

	President And Fellows
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	Date


Understood by:

	Recipient Scientist

	Signature

	Name


EXHIBIT A

Haplotyper Evaluation Form

Please take the time to answer the questions below thoughtfully.  Use additional sheets as necessary.  This form should be filled out as completely as possible, and sent to Steve Qin at Harvard University (fax no. 617-496-8057), before the last day of the Agreement term.

1.
Contact Information:


Name:


Institution:


Institution Address:


Telephone number:


E-mail address:

2.  
Please describe each and every flaw or bug you've discovered in the Haplotyper program during this evaluation period, and please use examples in your description :

3.  
In each dataset that you evaluated, did you have actual haplotypes available for reference?   If so, please calculate or estimate per haploytpe the percentage error of the derived haplotype against the actual haplotype below:

4.  
How many datasets did you use to evaluate the Haplotyper program?  For each dataset, please indicate below the number of persons per dataset, and the number of SNPs per haplotype:

5. 
How does the Haplotyper program compare with alternative haplotyping methods that you may have used on the same datasets (such as methods based on EM, Clark's parsimony approach, etc.)?

6.  
What additional features would make the Haplotyper more useful to you?

7.  
Additional Comments:

Thank you very much for your efforts!
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